
GO:0006996
organelle organizati...

0.45283
37 / 74

GO:0008150
biological_process

1.00000
81 / 167

GO:0008152
metabolic process

0.94843
66 / 142

GO:0009987
cellular process

0.97402
78 / 163

GO:0010033
response to organic ...

0.22019
44 / 84

GO:0016043
cellular component o...

0.53047
52 / 106

GO:0016049
cell growth

0.03098
13 / 18

GO:0022607
cellular component a...

0.55221
25 / 51

GO:0030154
cell differentiation

0.42988
45 / 90

GO:0032259
methylation

0.02598
5 / 5

GO:0032502
developmental proces...

0.26989
58 / 114

GO:0033043
regulation of organe...

0.23413
20 / 36

GO:0033993
response to lipid

0.36476
14 / 26

GO:0040007
growth

0.10259
23 / 39

GO:0042221
response to chemical

0.16736
49 / 93

GO:0044085
cellular component b...

0.61540
25 / 52

GO:0044087
regulation of cellul...

0.71372
10 / 22

GO:0044699
single−organism proc...

0.14315
78 / 155

GO:0044763
single−organism cell...

0.24643
76 / 152

GO:0044767
single−organism deve...

0.22037
58 / 113

GO:0048468
cell development

0.51619
36 / 73

GO:0048588
developmental cell g...

0.00268
8 / 8

GO:0048589
developmental growth

0.02470
20 / 30

GO:0048856
anatomical structure...

0.34152
54 / 107

GO:0048869
cellular development...

0.36562
47 / 93

GO:0050789
regulation of biolog...

0.31509
70 / 140

GO:0050794
regulation of cellul...

0.20268
69 / 136

GO:0050896
response to stimulus

0.22525
66 / 130

GO:0051128
regulation of cellul...

0.29101
31 / 59

GO:0051716
cellular response to...

0.21105
60 / 117

GO:0065007
biological regulatio...

0.38104
71 / 143

GO:0070887
cellular response to...

0.14753
39 / 72

GO:0070925
organelle assembly

0.25279
8 / 13

GO:0071310
cellular response to...

0.18895
36 / 67

GO:0071396
cellular response to...

0.01290
10 / 12

GO:0071840
cellular component o...

0.59222
52 / 107

GO:1902115
regulation of organe...

0.02598
5 / 5

GO BP DAG analysis



GO:0000975
regulatory region DN...

0.5632
8 / 16

GO:0000976
transcription regula...

0.4696
5 / 9

GO:0000977
RNA polymerase II re...

0.3334
5 / 8

GO:0000978
RNA polymerase II co...

0.1140
3 / 3

GO:0000987
core promoter proxim...

0.1140
3 / 3

GO:0000988
transcription factor...

0.4696
5 / 9

GO:0000989
transcription factor...

0.4696
5 / 9

GO:0001012
RNA polymerase II re...

0.3334
5 / 8

GO:0001067
regulatory region nu...

0.5632
8 / 16

GO:0001159
core promoter proxim...

0.2923
3 / 4

GO:0003674
molecular_function

1.0000
80 / 165

GO:0003676
nucleic acid binding

0.4955
22 / 44

GO:0003677
DNA binding

0.7331
15 / 33

GO:0003690
double−stranded DNA ...

0.2523
8 / 13

GO:0003712
transcription cofact...

0.0943
5 / 6

GO:0003824
catalytic activity

0.1825
40 / 75

GO:0005488
binding
0.5336
76 / 155

GO:0005515
protein binding

0.2503
69 / 137

GO:0016787
hydrolase activity

0.7134
10 / 22

GO:0016788
hydrolase activity, ...

0.0909
8 / 11

GO:0033218
amide binding

0.0545
4 / 4

GO:0043565
sequence−specific DN...

0.9381
5 / 15

GO:0044212
transcription regula...

0.5632
8 / 16

GO:0050839
cell adhesion molecu...

0.0512
6 / 7

GO:0097159
organic cyclic compo...

0.9150
41 / 92

GO:1901363
heterocyclic compoun...

0.8884
41 / 91

GO:1990837
sequence−specific do...

0.4696
5 / 9

GO MF DAG analysis



GO:0005575
cellular_component

1.000000
84 / 173

GO:0005622
intracellular
0.632878
71 / 146

GO:0005623
cell

0.908137
78 / 163

GO:0005886
plasma membrane

0.391056
40 / 79

GO:0016020
membrane
0.015550
62 / 112

GO:0031967
organelle envelope

0.007384
9 / 10

GO:0031975
envelope
0.007384

9 / 10

GO:0032991
macromolecular compl...

0.337266
39 / 76

GO:0043226
organelle
0.116966
72 / 140

GO:0043227
membrane−bounded org...

0.237575
67 / 132

GO:0043229
intracellular organe...

0.304099
65 / 129

GO:0043234
protein complex

0.286000
38 / 73

GO:0044422
organelle part

0.656705
50 / 104

GO:0044424
intracellular part

0.405617
70 / 141

GO:0044425
membrane part

0.035532
46 / 81

GO:0044446
intracellular organe...

0.599442
50 / 103

GO:0044459
plasma membrane part

0.297953
28 / 53

GO:0044464
cell part

0.908137
78 / 163

GO:0071944
cell periphery

0.388582
41 / 81

GO:0098796
membrane protein com...

0.000214
14 / 15

GO:0098797
plasma membrane prot...

0.000266
11 / 11

GO CC DAG analysis


